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D-glyceraldehyde 3P

Lipopolysaccharide metabolism
Lysine metabolism

Methane metabolism

Nitrogen metabolism

Other amino acid metabolism
Other carbohydrate metabolism
Polyamine biosynthesis
Polyketide sugar unit biosynthesis
Purine metabolism

Pyrimidine metabolism

Serine and threonine metabolism
Sulfur metabolism

Terpenoid backbone biosynthesis

Modules (at least 50% complete in at least one genome)
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