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Pearson correlation: original inputs
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Spearman rank correlation
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Pearson after Power 1/7
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Pearson after Power 1/5
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Pearson after Power 1/3
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Pairwise dependence of aerosol mixing-ratio input features

Blank lower-triangle cells fail the Benjamini-Hochberg FDR significance criterion (alpha=0.05). Complete-case sample size: n=200,000.


